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chr14:78036900__SPTLC2__NA

chr17:74527502__CYGB__NA

chr18:9553361__PPP4R1__synonymous_SNV

chr11:82905547__ANKRD42__NA

chr18:26232314__CDH2(dist=474869),MIR302F(dist=1646562)__NA

chr1:214816224__CENPF__nonsynonymous_SNV

chr15:94945132__MCTP2__synonymous_SNV

chr2:102792783__IL1R1__NA

chr6:43273236__CRIP3,SLC22A7__NA

chr16:31429773__ITGAD__NA

chr6:132966457__TAAR1__nonsynonymous_SNV

chr7:73097921__WBSCR22__NA

chr8:104987776__RIMS2__NA

chr19:17652964__FAM129C__nonsynonymous_SNV

chr1:26737287__LIN28A__NA

chr5:168180221__SLIT3__NA

chr1:42048662__HIVEP3__nonsynonymous_SNV

chr8:18393034__PSD3__NA

chr1:149903893__MTMR11__nonsynonymous_SNV

chr16:31429774__ITGAD__NA

chr2:169763170__G6PC2__NA

chr16:49764647__ZNF423__NA

chr22:21328822__AIFM3__nonsynonymous_SNV

chr11:6292024__CCKBR__nonsynonymous_SNV

chr19:18286075__IFI30__NA

chr3:126226811__UROC1__nonsynonymous_SNV

chr12:133358952__GOLGA3__nonsynonymous_SNV

chr1:53980497__GLIS1__NA

chr15:73590962__NEO1__NA

chr8:73849748__KCNB2__nonsynonymous_SNV

chr5:175993919__CDHR2__NA

chr21:14414959__ANKRD30BP2__NA

chr22:32547878__C22orf42__NA

chr7:89854310__STEAP2__NA

chr11:134253871__B3GAT1__synonymous_SNV

chr19:49840559__CD37__NA

chr22:50493010__IL17REL(dist=41955),MLC1(dist=4810)__NA

chr3:49688508__BSN__nonsynonymous_SNV

chr7:128585835__IRF5__NA

chr10:73577074__PSAP__NA

chr8:38872100__ADAM9__NA

chr2:135781036__MAP3K19__NA

chr14:38679814__SSTR1__NA

chr17:38512785__RARA__NA

chr17:30693589__ZNF207__NA

chr21:43679559__ABCG1__NA

chr11:85979432__EED__NA

chr12:27746355__PPFIBP1__NA

chr6:117841041__DCBLD1__nonsynonymous_SNV

chr8:139767712__COL22A1__NA

chr12:40626193__LRRK2__NA

chr6:139242335__REPS1__NA

chr10:104590461__CYP17A1__stoploss_SNV

chr20:25187891__ENTPD6__synonymous_SNV

chr19:2226271__DOT1L__nonsynonymous_SNV

chr21:43767440__TFF2__NA

chr8:105263327__RIMS2__nonsynonymous_SNV

chr6:137329830__IL20RA__synonymous_SNV

chr20:34148016__ERGIC3(dist=2611),SPAG4(dist=55793)__NA

chr2:220474339__STK11IP__NA
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