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chr13:20425551__ZMYM5__nonsynonymous_SNV

chr3:52643542__PBRM1__nonsynonymous_SNV

chr11:55111320__OR4A16__nonsynonymous_SNV

chr4:25390157__ANAPC4__stopgain_SNV

chr1:145601499__NBPF10,NBPF20,POLR3C__NA

chr11:1213947__MUC2(dist=109531),MUC5B(dist=30348)__NA

chr1:981024__AGRN__NA

chr12:40825498__MUC19__unknown

chr5:74078809__FAM169A__nonsynonymous_SNV

chr6:165843840__PDE10A__NA

chr10:48416324__GDF2__NA

chr21:41032723__B3GALT5__synonymous_SNV

chr5:176025608__GPRIN1__nonsynonymous_SNV

chr12:110983846__PPTC7__synonymous_SNV

chr6:138752332__NHSL1__synonymous_SNV

chr2:228131896__AC097662.2__NA

chr8:145771055__ARHGAP39__nonsynonymous_SNV

chr9:96021519__WNK2__synonymous_SNV

chr11:72288443__PDE2A__nonsynonymous_SNV

chr3:145794620__PLOD2__stopgain_SNV

chr5:125887777__ALDH7A1__nonsynonymous_SNV

chr13:22076900__MICU2__NA

chr9:114986020__PTBP3__NA

chr9:114986021__PTBP3__NA

chr12:117718472__NOS1__NA

chr3:195518119__MUC4__nonsynonymous_SNV

chr9:66514143__PTGER4P2−CDK2AP2P2(dist=11113),RP11−381O7.3(dist=503232)__NA

chr11:117790432__TMPRSS13__NA

chr11:6453172__HPX__nonsynonymous_SNV

chr11:2929368__SLC22A18__NA

chr1:16073653__TMEM82__NA

chr16:87435840__MAP1LC3B__nonsynonymous_SNV

chr13:25831295__MTMR6__NA

chr8:141780882__PTK2__NA

chr16:4863783__GLYR1__synonymous_SNV

chr2:148716021__ORC4__NA

chr7:32854679__LINC00997(dist=52143),KBTBD2(dist=53099)__NA

chr1:146756234__CHD1L__NA

chr15:86800249__AGBL1__nonsynonymous_SNV

chr4:57204471__AASDH__NA

chr5:80160599__MSH3__NA

chr18:56245970__ALPK2__NA

chr19:45489547__CLPTM1__NA

chr19:45489548__CLPTM1__NA

chr10:35495858__CREM__nonsynonymous_SNV

chr1:151337465__SELENBP1__nonsynonymous_SNV

chr13:77633819__MYCBP2__NA

chr3:42635973__SS18L2__nonsynonymous_SNV

chr3:130134574__COL6A5__NA

chr8:63775961__NKAIN3__NA

chr15:86822590__AGBL1__NA

chr17:18047671__MYO15A__NA

chr3:141595493__ATP1B3__NA

chr6:43473562__TJAP1__nonsynonymous_SNV

chr3:130141580__COL6A5__nonsynonymous_SNV

chr9:140136159__TUBB4B__NA

chr17:40699320__NAGLU(dist=2854),HSD17B1(dist=4664)__NA

chr6:7567530__DSP__NA

chr2:220107010__GLB1L__NA

chr6:7246926__RREB1__nonsynonymous_SNV

chr13:32805407__FRY__nonsynonymous_SNV

chr19:49867043__DKKL1__NA

chr1:150812099__ARNT__nonsynonymous_SNV

chr16:3273784__ZNF200__NA

chr4:3430264__RGS12__NA

chr19:21992730__ZNF43__NA

chr19:21992731__ZNF43__NA

chr12:111345294__CCDC63__NA

chr19:2987928__TLE6__nonsynonymous_SNV

chr17:7578271__TP53__nonsynonymous_SNV

chr9:15055988__LOC389705(dist=36266),TTC39B(dist=114854)__NA

chr19:5791051__DUS3L__NA

chr12:123465698__ARL6IP4__synonymous_SNV

chr2:220045449__FAM134A__nonsynonymous_SNV

chr8:23306385__ENTPD4__nonsynonymous_SNV

chr11:126147060__FOXRED1__nonsynonymous_SNV

chr5:176862003__GRK6__NA

chr7:36406218__KIAA0895__NA

chr9:97879776__FANCC__NA

chr14:75747408__FOS__NA

chr19:54723893__LILRB3__NA

chr1:237765320__RYR2__NA

chr16:21161558__DNAH3__NA

chr7:12269260__TMEM106B__NA

chr10:97369899__ALDH18A1__NA

chr19:55751203__PPP6R1__nonsynonymous_SNV

chr14:96794672__ATG2B__NA

chr3:384760__CHL1__NA

chr19:53786175__FAM90A27P__NA

chr7:143826573__OR2A14__nonsynonymous_SNV

chr11:612944__IRF7__NA

chr16:67912920__EDC4__nonsynonymous_SNV

chr17:35468563__ACACA__synonymous_SNV

chr17:4693058__GLTPD2__nonsynonymous_SNV

chr12:8085871__SLC2A3__NA

chr3:186947462__MASP1__NA
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