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12:125432387__DHX37__synonymous_SNV

2:42577803__COX7A2L__NA

15:76578083__ETFA__NA

16:11773662__TXNDC11__nonsynonymous_SNV

17:71081008__SLC39A11__NA

1:161722779__DUSP12__NA

22:20749067__ZNF74__NA

6:152421907__ESR1__NA

8:103661366__KLF10__NA

20:43836780__SEMG1__nonsynonymous_SNV

15:101844790__PCSK6__NA

16:2809012__SRRM2__nonsynonymous_SNV

10:16982168__CUBN__nonsynonymous_SNV

1:206906652__MAPKAPK2__NA

19:19618060__GATAD2A__NA

9:15468415__PSIP1__NA

2:109401291__RANBP2__NA

10:118890018__VAX1__NA

1:221055109__HLX__NA

8:144641160__GSDMD__NA

1:41972273__HIVEP3__NA

3:10004649__EMC3__NA

2:101607031__NPAS2__NA

1:48762684__SPATA6__NA

2:179517416__TTN__nonsynonymous_SNV

6:90454983__MDN1__NA

7:4871879__RADIL__NA

GL000220.1:120835__NONE(dist=NONE),NONE(dist=NONE)__NA

7:97836817__LMTK2__NA

9:140108916__NDOR1__NA

1:162773312__HSD17B7__nonsynonymous_SNV

19:57324186__PEG3−AS1__NA

11:124958740__SLC37A2__NA

16:2049882__ZNF598__nonsynonymous_SNV

14:24659412__TM9SF1__NA

7:141635538__CLEC5A__NA

5:76359099__AGGF1__NA

20:44004159__TP53TG5__nonsynonymous_SNV

6:131905429__ARG1__NA
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