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ANO8   chr19:17,328,210−17,330,523   nCG=190   island / exon   hypo (diff −0.52)
m
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n

HPV+ (POS)
HPV− (NEG)

CGI

17326000 17327000 17328000 17329000 17330000 17331000 17332000 17333000

chr19 (bp)
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C11orf95   chr11:63,761,908−63,764,503   nCG=231   island / exon   hypo (diff −0.49)
m
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n

HPV+ (POS)
HPV− (NEG)

CGI

63760000 63762000 63764000 63766000

chr11 (bp)
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SCYL1   chr11:65,538,779−65,539,773   nCG=107   island / exon   hypo (diff −0.59)
m

et
hy

la
tio

n

HPV+ (POS)
HPV− (NEG)

CGI

65538000 65538500 65539000 65539500 65540000 65540500

chr11 (bp)
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TLX2   chr2:74,514,863−74,516,689   nCG=179   island / exon   hypo (diff −0.45)
m
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n

HPV+ (POS)
HPV− (NEG)

CGI

TLX2

74513000 74514000 74515000 74516000 74517000 74518000

chr2 (bp)
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KCNN1   chr19:17,942,344−17,944,236   nCG=110   island / exon   hypo (diff −0.53)
m

et
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tio

n

HPV+ (POS)
HPV− (NEG)

CGI

17941000 17942000 17943000 17944000 17945000 17946000

chr19 (bp)



0.
0

0.
2

0.
4

0.
6

0.
8

1.
0

AGAP3   chr7:151,125,303−151,126,824   nCG=95   island / intron   hypo (diff −0.56)
m

et
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n

HPV+ (POS)
HPV− (NEG)

CGI

151124000 151125000 151126000 151127000 151128000

chr7 (bp)
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KCNK7   chr11:65,591,943−65,592,787   nCG=99   island / exon   hypo (diff −0.45)
m

et
hy

la
tio

n

HPV+ (POS)
HPV− (NEG)

CGI

65591000 65591500 65592000 65592500 65593000 65593500

chr11 (bp)
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NANS   chr9:98,087,242−98,088,236   nCG=97   island / exon   hypo (diff −0.53)
m

et
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tio
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HPV+ (POS)
HPV− (NEG)

CGI

98086500 98087000 98087500 98088000 98088500 98089000

chr9 (bp)
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HES3   chr1:6,248,873−6,250,208   nCG=154   island / exon   hypo (diff −0.44)
m
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HPV+ (POS)
HPV− (NEG)

CGI

6248000 6249000 6250000 6251000

chr1 (bp)
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ACR   chr22:50,720,101−50,721,127   nCG=146   island / exon   hypo (diff −0.41)
m

et
hy
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tio

n

HPV+ (POS)
HPV− (NEG)

CGI

50719000 50719500 50720000 50720500 50721000 50721500 50722000

chr22 (bp)
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ARHGAP27   chr17:45,429,446−45,430,652   nCG=144   island / exon   hypo (diff −0.39)
m

et
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HPV+ (POS)
HPV− (NEG)

CGI

45429000 45430000 45431000 45432000

chr17 (bp)
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TGFB1I1   chr16:31,475,916−31,477,734   nCG=148   island / exon   hypo (diff −0.36)
m

et
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tio

n

HPV+ (POS)
HPV− (NEG)

CGI

31474000 31475000 31476000 31477000 31478000 31479000

chr16 (bp)
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CLIC3   chr9:136,994,349−136,995,890   nCG=136   island / exon   hypo (diff −0.41)
m
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HPV+ (POS)
HPV− (NEG)

CGI

CLIC3

136993000 136994000 136995000 136996000 136997000

chr9 (bp)
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RGS14   chr5:177,366,731−177,368,525   nCG=104   island / exon   hypo (diff −0.49)
m
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tio
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HPV+ (POS)
HPV− (NEG)

CGI

177365000 177366000 177367000 177368000 177369000 177370000

chr5 (bp)
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TBX1   chr22:19,766,286−19,767,592   nCG=145   island / exon   hypo (diff −0.39)
m
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tio
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HPV+ (POS)
HPV− (NEG)

CGI

19765000 19766000 19767000 19768000 19769000

chr22 (bp)
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LRRC24   chr8:144,522,126−144,523,164   nCG=128   island / exon   hypo (diff −0.37)
m

et
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tio

n

HPV+ (POS)
HPV− (NEG)

CGI

144521000 144521500 144522000 144522500 144523000 144523500 144524000

chr8 (bp)
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AMIGO3   chr3:49,717,971−49,719,138   nCG=99   island / exon   hypo (diff −0.40)
m
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hy
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HPV+ (POS)
HPV− (NEG)

CGI

AMIGO3

49717000 49717500 49718000 49718500 49719000 49719500 49720000

chr3 (bp)
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KLF11   chr2:10,044,232−10,044,943   nCG=58   island / exon   hypo (diff −0.52)
m
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HPV+ (POS)
HPV− (NEG)

CGI

10043500 10044000 10044500 10045000 10045500 10046000

chr2 (bp)



0.
0

0.
2

0.
4

0.
6

0.
8

1.
0

LMX1B   chr9:126,625,471−126,626,456   nCG=82   island / intron   hyper (diff +0.50)
m
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tio
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HPV+ (POS)
HPV− (NEG)

CGI

126624500 126625000 126625500 126626000 126626500 126627000 126627500

chr9 (bp)
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GRAMD1B   chr11:123,430,342−123,431,170   nCG=92   island / exon   hyper (diff +0.35)
m
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tio
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HPV+ (POS)
HPV− (NEG)

CGI

123429500 123430000 123430500 123431000 123431500 123432000

chr11 (bp)
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ZNF503   chr10:75,395,867−75,396,793   nCG=82   island / intron   hyper (diff +0.35)
m
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tio
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HPV+ (POS)
HPV− (NEG)

CGI

75395000 75395500 75396000 75396500 75397000 75397500

chr10 (bp)



0.
0

0.
2

0.
4

0.
6

0.
8

1.
0

NOTCH3   chr19:15,177,465−15,178,024   nCG=77   island / exon   hyper (diff +0.34)
m
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tio
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HPV+ (POS)
HPV− (NEG)

CGI

15176500 15177000 15177500 15178000 15178500 15179000

chr19 (bp)
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CBLN2   chr18:72,543,473−72,544,195   nCG=71   island / exon   hyper (diff +0.31)
m
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HPV+ (POS)
HPV− (NEG)

CGI

72542500 72543000 72543500 72544000 72544500 72545000

chr18 (bp)
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MEF2C   chr5:88,680,278−88,680,807   nCG=48   island / intron   hyper (diff +0.42)
m
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HPV+ (POS)
HPV− (NEG)

CGI

88679500 88680000 88680500 88681000 88681500

chr5 (bp)
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TFAP2B   chr6:50,845,123−50,846,376   nCG=59   island / exon   hyper (diff +0.26)
m
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HPV+ (POS)
HPV− (NEG)

CGI

50844000 50845000 50846000 50847000

chr6 (bp)
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CDKN2A   chr9:21,970,694−21,971,249   nCG=48   island / exon   hyper (diff +0.36)
m
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HPV+ (POS)
HPV− (NEG)

CGI

21970000 21970500 21971000 21971500 21972000

chr9 (bp)
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PTPN2   chr18:12,896,838−12,897,153   nCG=44   island / intron   hyper (diff +0.42)
m

et
hy

la
tio

n

HPV+ (POS)
HPV− (NEG)

CGI

12896000 12896500 12897000 12897500 12898000

chr18 (bp)
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FGF13   chrX:139,194,475−139,195,051   nCG=45   island / intron   hyper (diff +0.32)
m
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HPV+ (POS)
HPV− (NEG)

CGI

139193500 139194000 139194500 139195000 139195500 139196000

chrX (bp)



0.
0

0.
2

0.
4

0.
6

0.
8

1.
0

CBLN2   chr18:72,541,935−72,542,283   nCG=49   island / exon   hyper (diff +0.28)
m
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HPV+ (POS)
HPV− (NEG)

CGI

72541000 72541500 72542000 72542500 72543000

chr18 (bp)
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TBX1   chr22:19,761,361−19,761,725   nCG=47   island / intron   hyper (diff +0.34)
m

et
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tio
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HPV+ (POS)
HPV− (NEG)

CGI

19760500 19761000 19761500 19762000 19762500

chr22 (bp)
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CDKN2A   chr9:21,968,584−21,969,344   nCG=33   island / exon   hyper (diff +0.26)
m

et
hy

la
tio

n

HPV+ (POS)
HPV− (NEG)

CGI

21967500 21968000 21968500 21969000 21969500 21970000

chr9 (bp)
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SLC30A10   chr1:219,927,870−219,928,218   nCG=47   island / exon   hyper (diff +0.37)
m
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HPV+ (POS)
HPV− (NEG)

CGI

219927000 219927500 219928000 219928500 219929000

chr1 (bp)
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KNDC1   chr10:133,124,598−133,124,968   nCG=38   island / intron   hyper (diff +0.32)
m
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HPV+ (POS)
HPV− (NEG)

CGI

133124000 133124500 133125000 133125500 133126000

chr10 (bp)
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EVX2   chr2:176,080,206−176,080,485   nCG=45   island / exon   hyper (diff +0.36)
m
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HPV+ (POS)
HPV− (NEG)

CGI

176079500 176080000 176080500 176081000 176081500

chr2 (bp)
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FOXA2   chr20:22,583,873−22,584,249   nCG=27   island / exon   hyper (diff +0.41)
m
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HPV+ (POS)
HPV− (NEG)

CGI

22583000 22583500 22584000 22584500 22585000

chr20 (bp)
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FGF12   chr3:192,407,815−192,408,365   nCG=36   island / exon   hyper (diff +0.34)
m
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n

HPV+ (POS)
HPV− (NEG)

CGI

192407000 192407500 192408000 192408500 192409000

chr3 (bp)


