
all 9607 DMRs, per−sample methylation (grey = no covered CpG)

G
T

B
_9

85
3

G
T

B
_1

04
00

G
T

B
_7

05
5

G
T

B
_1

05
35

G
T

B
_1

05
00

G
T

B
_8

93
2

G
T

B
_1

00
18

G
T

B
_1

02
42

G
T

B
_7

09
9

G
T

B
_7

04
8

G
T

B
_9

93
1

G
T

B
_5

87
7

G
T

B
_1

85
1

G
T

B
_7

17
4

G
T

B
_8

33
8

G
T

B
_7

16
1

G
T

B
_9

88
7

HPV

purity

global_meth

C
G

I
ge

ne

CGI

island
opensea
shelf
shore

gene

exon
intergenic
intron
promoter

HPV

NEG
POS

purity

40
50
60
70
80

global_meth

0.55
0.6
0.65
0.7
0.75
0.8

beta

0

0.5

1


