Stamp Results 12/27/10

Jump to: Multiple Alignment Motif Tree Motif Matching
Input file: 40 motifs loaded

Settings: Metric=PCC, Alignment=SWU, Gap-open=1000, Gap-extend=1000, -nooverlapalign
Multiple Alignment=IR, Tree=sUPGMA, Matching against: TRANSFAC_Fams
Note: All results files are removed nightly at midnight EST. Please save your results by saving "Webpage,
complete".
Download results as a PDF

Click here to run STAMP again.

Multiple Alignment
(Consensus sequence representations shown, but multiple alignment was carried out on the matrices)
ml_cl_ nGGAGGGAGn: NGGAGGGAGN—————
m2_c2_rGGwGGGGmn : ————NGGWGGGGAN—
m3_c3_nGGwGGGAAN: NGGWGGGAAN—————
mé4_c4_nyykGGGAGn: NYTTGGGAGN—————
m5_c5_sCTGGGGrmn: NCTGGGGRAN—————
m6_c5_nTkTGGrrAn: —-NTKTGGGRAN————
m7_c6_nCAGGrrArn: ——NCAGGAGARN———
m8_c6_nCCTGGGmMmn : NCCTGGGMMN—————
m9_c7_nAAAGAAAAN: -NAAAGAAAAN————
ml0_c7_nCwTGGArAn: —NCWTGGARAN————
mll_c8_nAGAGGrAGn: NAGAGGRAGN————-—
ml2_c9_nwGGGGsTGn: ———NTGGGGSTGN—-—
ml3_c9_kGTGGGrGn: -NGTGGGRGN—————

ml4_c9_sCGGGGGCGs: SCGGGGGCGN—————
ml5_cl0_nAGGCwGAGn: NAGGCWGAGN-————
ml6_cl0_sCGCGGGGGn: NCGCGGGGGN—————
ml7_cl0_nAGkKkGAGAmn: —--NAGTGAGAMN---—
ml8 cll nGrGsTsAGn: NGRGSTSAGN————-—
ml9 cll nrrwGTGArn: NARWGTGAAN————-—
m20_cll_nCGTGGGArn: NCGTGGGARN—-———-
m21_cl2_nGCTGGGATk: NGCTGGGATN—-———-
m22_cl2_nTTTTTAAAn: —--NTTTAAAAAN-—-—
m23_cl3_nyyTCwGAGn: -NCTCWGARAN-——-


http://www.benoslab.pitt.edu/stamp/results/1342339968_input.motifs
http://www.benoslab.pitt.edu/stamp/results/1342339968.pdf
http://www.benoslab.pitt.edu/stamp/

m24_cl3_nrAGGrsAGn:
m25_cl4_rGATGGGGr:
m26_cl4_nmTGGTGAAN:
m27_cl4_nTTTCTGAAN:
m28_cl5_nwmTGnAAAN:
m29_cl5_nAATkrrArn:
m30_cl5 nAAGrGAArn:
m31_cl6_nCCTGGsCTs:
m32_cl6_nCAGskGCmn:
m33_cl7_nTyTGTryTn:
m34_cl7_CmTGTGCyn:
m35_cl1l8_nCAkGTGwsn:
m36_cl9 nTkTGGrsT:
m37_cl9 nGCTGGAGkn:
m38_cl9 nTGTGkGsCn:
CSL_ml:

RelB-pb52:

Familial Profile:
(click for matrix)

Stamp Results

——NGAGGRGAGN—-——
NGATGGGGN——————
NMTGGTGAAN—————
NTTCAGAAAN—————
—NWMTGNAAAN————
NAATKRRARN—————
—-NAAGRGAARN————
—-NCCTGGSCTIN————
————NKGCMCCTGN—-
—-NARCACARAN————
————NRGCACAKG——
NCAGGTGWSN—————
-NTKTGGRNT—————
—-NGCTGGAGKN————
————NGGCACACAN-
- YGTGGGAA——————
————— GGAAANCCCC

FBP

12/27/10

sl

Tree (drawn by Phylip)

Click here for Newick-format tree (viewable with MEGA)

Motif Tree
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http://www.benoslab.pitt.edu/stamp/results/1342339968FBP.txt
http://www.benoslab.pitt.edu/stamp/results/1342339968FBP.txt
http://evolution.genetics.washington.edu/phylip.html
http://www.benoslab.pitt.edu/stamp/results/1342339968.tree
http://www.megasoftware.net
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(E val: 9.9241e-06)
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(E val: 1.8441e-09)
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(E val: 1.0876e-07)



http://www.benoslab.pitt.edu/stamp/results/1342339968_tree.jpeg
Gordon Robertson
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Gordon Robertson
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ml6 cl10 sCGCGGGGGn
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. CH_KROX_M00932
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(E val: 4.0740e-05)
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(E val: 1.4301e-07)
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CH_Ik-1_MO00086
(E val: 1.2269¢-05)
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BHLH-ZIP_SREBP-1_MO022L

ATCAOCCCAC

bHLH-ZIP_SREBP-1_M00221

(E val: 8.6209¢e-04)

. m3_c6_nCCTGGGmm:
‘ CcC
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uuuuuuuuuu

m8 c6 nCCTGGGmmn

pairethomeo_Pax-6_M009TY

iI ACQITTAAng

paired-homeo_Pax-6_MO00979

(E val: 1.5669¢-03)

m31_el6 nCCTGGCTs

ofrie 0T
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m31 c16 nCCTGGsCTs

DHLH-ZIP_SREBP-1_M0749

AC-Cch

bHLH-ZIP_SREBP-1_MO00749

(E val: 1.3772e-03)
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homeo_Pirx?_M004s?

Turlies.

homeo_Pitx2_M00482
(E val: 6.8928e-05)
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m2S_cl4_rGATGOGG: CH_MZFI_Mow34

mmmmmmm VI@:T T Y
m25 cl4 tGATGGGGr |CH_MZF1_MO00084
(E val: 1.5591e-04)

DZIP_LMAF M011%

éI I AA ,QACA CA

" bZIP LMAF_MO1139
m26 cl4 nmTGGTGAAn 1. 7
m26 cl4 nmTGGTGAAN | by 1 s 1 437¢.03)

Rel NF-kappaB M08
ml0 7 nCrTG6ArAY

 ealiaah, (T,

 |Rel_NF-kappaB_M00208

ml0 ¢7 nCwTGGArAn (E val: 1.3809¢-03)

CH_ADRI_M00043
>
m3_cl9_nGCTGGAGKn
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CH_ADRI1_MO00048

m37 c19 nGCTGGAGkn (E val: 9.8619¢-04)

CHthomeo AREB6_MOG12

L oliaghe ol

E CH+h0meo_AREB 6_M00412
26 nCAGGIAD (E val: 9.7125¢-04)

. C6_GAL4_MO0L98
m24_cl3 nrdGGrsA Gn

A A ,C C:EQQLIEEICC e

C6_GAL4_MO00198
m24 cl13 nrAGGrsAGn (E val: 3.1534¢-04)

. TOMG_STELL_MO1003

) Mol P cAMGARAGAA

* |HMG_STE11_M01005
m9 c7 nAAAGAAAAD : 4.6453
m9 ¢7 nAAAGAAAAn (E val: 4.6453e-06)

N MADS_MADS-B_MO0H04

|

MADS_MADS-B_MO00404
m29 cl15 nAATkrrArn (E val: 3.1774e-04)
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m_clS n44GrBAAm . CH_BLIVP1_MOL06§

Mo aks, il

mmmmmmm . X KARVIVIIRAGTA
m30 _c15 nAAGrGAAm |(CH_BLIMP1_MO01066
(E val: 1.9198e-05)

SMAD_SMAD3_MO070L

el (Tl

" ISMAD_SMAD3_MO00701
(E val: 1.4983¢-04)

CC_PPARalpha-RXRalpha M318

mi8 cll aGrGsTsaln

} ATCTcA - 5 CAT CA

' CC_PPARalpha—RXRalpha_MOOS1
(E val: 1.2752¢-04)

o IRE-L_ M7

r;'LAATCA Aé CTETT

' trp_IRF—l_MOO747
(E val: 9.2072¢-04)

T IRE_ 0973

PO (PO T

 |trp_IRF_M00972
ml9 cll nrwGTGAm
ml19 cll nirwGTGAm (E val: 3.1354e-06)

tp_CDCS_M00361

ml8 cll nGrGsTsAGn

m23_cl3 oy TCwGAGH

welorill 'CTeAC

trp_CDCS_MOO361
m23 cl13 nyyTCwGAGn
m23 ¢13 nyyTCwGAGn (E val: 1.2354e-02)

hZIP_C-EBPyamma V0062

el |1 1 bk b

bZIP_C—EBPgamma_MOO622
(E val: 1.0564e-04)

fork_FOXPL_M00S87

7 (1 A 1

R fork FOXP1_MO00987
_ _
m33 c17 nTyTGTryTn (E val: 8.5327¢-06)

m27 cl4 nTTTCTGAAn
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m32_cl§ nCAGKGCmn . DHLH_EL2_MO0§03

7 5 PR v 8 [

o e £ bSs
m32 cl6 nCAGskGCmn [bHLH_E12 MO00693
(E val: 1.7723e-07)

DHLH _myogenin_M0O712

. m3E_cl8 nCAKGTGwm
. T S o <=

) bHLH_myogenin_M00712
(E val: 4.0585e-05)

BHLH-ZIP_TFE_M010Y

bﬁT T C‘T: CAT

bHLH-ZIP_TFE M01029
_IFE_
m34 cl17 CmTGTGCyn (E val: 5.3933¢-05)

hHLH_PCF2_M0948

T Tifee " GC CCCAC

j bHLH_PCFZ_MOO948
(E val: 4.3632¢-05)

. MADS_VEF-2 M00405

. m22 cl2 nTTTTT444n
2, — &
nu TI_ = IAAA Tex & AAA$$-AI-ACCC

" IMADS. MEF-2 M00405
m22 cl12 nTTTTTAAAn (E val: 1.0861¢-06)

POT_Oct-1_M00530
m23_cl§_nwmTGnAAdn

xelo AA|F aTTr GaT.

POU_Oct-1_M00930
m28 c15 nwmTGnAAAn (E val: 1.3241¢-05)
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Motif Similarity Matches

) ml_cl nGGAGGGAG ml_el_nGGAGGGAGH rev
' (a0cal + GrelOr(0
ml_cl_nGGAGGGAGn %+ == 7.5 = Vos v ¥ o~
forward reverse compliment
Name E value Alignment Motif
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CH_MAZ Moo

NCTCCCTCCN .
CH_MAZ_MO00649  2.1096¢-06 e oo :
U = VUil
ETS_PU.1_MO00658  3.2662¢-05 NGCAGGGAGN A“
——GAGGAAG— A
L a—r=—_ -
—NCTCCCTCCN .
CH_ZNF219_MO01122 2.6026¢-04 . ; C CCC
=N AGA
N CH_Tea-1_MO0L048
CH Tra-1 MO1048  3.2711e-03 NCTCCCICCN
———ACCWCCC T
MW e
CC_Churchill M00986 4.5470e-03 NCTCCCTCCN
~NNCCC-———
mll ¢8 nAGAGGrAGn ST Y
forward reverse compliment
Name E value Alignment Motif
ETS_PU.1_MO00658  1.2065¢-06 NCTYCCTCIN A“
—CTTCCTC—— A
T <
ETS_EIf-1_MO00746  2.1946¢-05 NCTYCCICTN-
AYTTCCTCTTN A T
— TAL AA
ETS_Ets. M00971  4.4483¢-04 NAGAGGRAGN TTCC
——NAGGAAG—
ClLIVVTI_
NAGAGGRAGN .
ETS_PEA3_MO00655 1.3175¢-03 o CTTCCT



ETS_c-Ets-1_MO00743 1.4650e-03

12/27/10

ETS cRBis-_M0743
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Stamp Results

NCTYCCTCTN
GCTTCCK——-

0>

13 c3 nGGRGGGAAN

% T 4
J-eq’/:\m : A— ‘LTTCCCXCC
m3_c3_ nGGwGGGAAn T iRV,
fOI’WCl}"d reverse compltment
Name E value Alignment Motif
NTTCCCWCCN .
CH_MAZ_MO00649 1.9191e-04 P : A
e = =4
NGGWGGGAAN
fork_E2F-1-DP-1_MO00736 5.8666e-04  eCOSOAA TCCC C
CH_BLIMP1_MO01066  1.7067¢-03 - NTICccheCn
YMCTTTCMCTTYC A A
mAA‘: T TIT.:
NTTCCCWCCN .
CH_Tra-1_M01048 3.2300e-03 o aecHeee : T
NGGWGGGAAN-——
CH_Ik-3_MO00088 3.3224e-03 NYNGOOAATACE AATACC

L

m20 cl11l nCGTGGGArn

Name E value

mX0_ell_nCGTGGGAm

mmmmmmmmmm

Alignment Motif
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NYTCCCACGN- .
CH_Egr-1_M00243  7.1141e-06 MCGOCOACGCR I c T cT
— WUISA >=4
NYTCCCACGN-— .
CH_Egr-3_M00245  9.3079¢-06 ACGOCCACOCR ; c T
A AVIVY
~NCGTGGGARN .
CH_Egr-2_M00246  1.8324e-05 eeeTaneeaR T C C .
p— = A B L]
N CH_NGEL-C_ M00244
_ -
CH_NGFI-C_M00244 2.1539¢-05 NCGTGGGARN c
TGCGTGGGYGG C
= ¥ A U
. CH_Lyf-1_MooldL
NYTCCCACGN .
CH_Lyf-1_M00141  8.1234e-05 COTOCOAR TI A A
o= Y. PP v\
forward reverse compliment
Name E value Alignment Motif
CH_Ik-1_M00086 8.5834¢-08 ~———TICCCACR AZ
NNNATTCCCANN
& Acc

fork_E2F-1-DP-1 MOY73%

YGTGGGAA y
fork_E2F-1-DP-1_M00736 5.6778¢-05 GCGSGAA ’ TTCcC C

DHLH_PIF3_M00438

 TTCCCACR-————— .
bHLH_PIF3_MO00435 6.0505e-05 NNNKNCCACGTGGNNN H A
——__TTCCCACR
CH_Ik-3_MO00088 1.0573e-04 i
GGTATTCCCNRN o1 AAT Agg
T CH_NGEL-C_ M0034
—YGTGGGAA- )
CH_NGFI-C_M00244 1.3815e-04 S — e c T
T
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SCORCEEE /v Ve
m2_c2_rGGwGGGGmn -7 .F,; . “Y¥TS i
orward reverse compliment
J p
Name E value Alignment Motif
CH_MAZ._M00649 1.1250e-05 NTccccween
———CCCTCCC
> e =
homeo-PHD._Alfinl_MO00479 8.3578¢-05 —~~NGGWEGEGAN-
NRNRNGTGGGGNNK A
AG=CG- Tx= T
NTCCCCWCCN .
CH_Sp1_MO00931 1.7219¢-04 - H c
CH_STRE_MO00308 3.2770e-04 NICCCCWCCN
-NCCCCT-—-
NGGWGGGGAN— .
CH_ZNF219 MO01122 4.7770e-04 CEONCEEGEEN s C CCC
£ =GP

[

) ml3 ¢ kGTGGGCn

[
51

ml13_c9 kGTGGGrGn =% " *=7.
forward
Name E value
CH_KROX_M00982 9.9241e-06

mI3 9 KGTGGGGn_rev

- (.Le0AC.

mmmmmmm

°

reverse compliment

Alignment Motif
I CH_KROX_M0o932
~—NGTGGGRGN-— . CC
GNNGNGGGGGCGG : C

[SSF -1
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CH_ZNF219 MOL122

—NGTGGGRGN-

CH_ZNF219 MO1122 1.3299¢-05 CCONCOECEEN C CCC
- A G
CC_GBF_M00633 2.0496¢-05 “NCYCCCACHN
NACCCCNA——
A=AV -
homeo-PHD._ Alfin] _MO00479 2.7348¢-05 ~~~~NGTGGGRGN-
NRNRNGTGGGGNNK A A
p-N s — B I
N CC_Churchill MONSS
CC_Churchill_ M00986 4.8254¢-05 NCYCCCACN
—NNCCC——-
) ml2 ¢ nwGGGGTGn
| xhellerll ¢ Oac{(cla
ml2 ¢9 nwGGGGsTGn YTV EAY T
forward reverse Compllment
Name E value Alignment Motif
CC_GBF_M00633 1.8441-09 NCASCCCCAN
—NACCCCNA-
N = A N .
homeo-PHD_Alfin]_MO00479 1.8018¢-04 NCASCCCCAN-—-—-
—MNNCCCCACNYNYN A A
A — — = I
NTGGGGSTGN .
CH_MOVO-B_MO01104 3.8309¢-04 e :
N o AT
CC_Churchill_M00986 1.0127¢-03 NCASCCCCAN
———NNCCC—-
T —— NTGGGGSTGN .
CH_CACCC-binding M00721 1.1710¢-03 St e X '|'
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RelBp32

RelB-p52 ﬂf“7e$11l%QiLAAAégQQCQ

mmmmmmmmmm

forward
Name E value
Rel_c-Rel_MO00053 2.1716e-13

Rel_NF-kappaB_M00052 5.6348e-12

Rel_NF-kappaB_M00054 4.0313e-09

Rel_NF-kappaB_M00194 1.3067e-08

Rel_NF-kappaB_MO00774 1.9339¢e-08

RelByi_tes

reverse compliment

Alignment

GGAAANCCCC
GGAAWNYCC-

GGAAANCCCC
GGAAANTCC-

GGGGNTTTCC
—-GGAMTTYCC

——GGAAANCCCC—
NNGGAAAKTCCCC

—-GGGGNTTTCC————
NGGGANTTTCCNNNN

) Aelzécc

12/27/10

Motif

3 )
. Rel_c-Rel M00053

|
T
= F- N W

e N &

. Rel_NF-kappaB_MO032

N L

N Rel_NF-kappaB MO034

- —

Rel NF-kappaB MO0LS4

. b4 QICQAT

N Rel_NF-happaB_MOOTH

© ulh off

- ]

ml4_e9 sCEEGGGCEs

wwwwwww

Name E value

CH_KROX_MO00982 1.0876e-07

CH_Egr_MO00807 1.0373e-05

mld_¢9 sCREGGGCBs rev

reverse compliment

Alignment

———SCGGGGGCGN
GNNGNGGGGGCGG

SCGGGGGCGN-
—TGGGSGCRRN

Motif

. CH_KROX_M00932

%W-CQA QQ C.C

(SN LAY =

. CH_Eer MOSI7

g
Ha

I C

<
R=3-Q [p-Qeo) =F-V.\=
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NCGCCCCCGS— .
CH_Egr-1_.M00243  2.7071e-05 MOCOCOACGER I c T C T
— WUISA >=4
NCGCCCCCGS—
CH_Egr-3_M00245  6.8231e-05 AGCCCACOOR ! c T
e AVIVY
_ |
CH_NGFI-C_M00244 7.9829¢-05 NCGCCCCCES ‘
CCRCCCACGCA T C
= VI A o
==V mgmﬂ:%.,%o : CCCCC c
ml6 _c10_ sCGCGGGGGn e s =
forward reverse compliment
Name E value Alignment Motif
—NCGCGGGGGN—— .
CH_KROX_MO00982  4.0740e-05 Neneaceacsa ; c cc
G,QIQ A ;Qggg
NCCCCCGCGN .
CH_Spl_M00931 1.2436¢-04 coetaone C
CH_WTI_MOI118  1.7136e-04 NCCCEGGEEN
——GNNGGNGN C
==V A==
CC_Churchill M00986 1.7837¢-04 NCCCCCGCEN
—NNCCC————
NCCCCCGCGN .
CH_MOVO-B_MO1104 3.6042¢-04 oo ;

—_ AT

m4_c4_nyykGGGAGn °

| zr{iGAG,

md_ed_ny¥kGGGAGH

mmmmmmmmmmm
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forward

Name E value

CH_Lyf-1._M00141  1.4301e-07

CH_Ik-1_MO00086 6.5338e-04
HLH_EBF_MO00977 7.7704e-04
8.2616e-04

CH_MAZ_MO00649

homeo_Pitx2_M00482 1.0694¢e-03

12/27/10

md_cd_uyykGGGAGH rey

mmmmmmmm

reverse compliment

Alignment Motif

CH_Lyf-1_Moo1dL

TI A A

NYTTGGGAGN
——TTGGGAGR

CH_I1_M00036

= T Acc

HLH_EBF_M09??

0

CH MaZ Moosty

———NCTCCCAARN
NNNATTCCCANN-

NCTCCCAARN——

——NCYCWRGGGA A

Cam

—NCTCCCAARN
CCCTCCC————

e = ==

homso_Pix2_h0042

Tiles..

NYTTGGGAGN—-—
——NTGGGATTAN

- mé_e3 nTRTGGrAn

mé6_c5 nTKkTGGrrAn T—- o~ A
Name

E value

CH_Ik-1_MO00086 1.2269e-05

CH_Lyf-1_M00141 5.7369¢-04

mé_¢3 nTKTGGrrAn rev

Tasllach

wwwwwwwwww

e

reverse compliment

Alignment Motif
. CH_Ik-1 M0036
NTKTGGGRAN--- .
~NNTGGGAATNNN ’
TglA NT.cc
CH _Lyf-1_Moo14L
NTYCCCAMAN .
~YCTCCCAA- TI A A
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bZIP_C-EBP_MO00159  7.4680e-04 ~NTYCCCAMAN
NNNTNWNCAMAN ITI
—C =AAT -
NTYCCCAMAN———————— w
RING_LUN-1_MO00480 1.0475¢-03 S eCaARGTAGOTGGY ; c AC '|'
NTKTGGGRAN———— .
Rel_NF-kappaB_MO00208 3.4245¢-03 A aRTooc ; cc

-

m36_c19 nTKIGGT

Name E value

bHLH-ZIP_SREBP-1_M00221 8.6209e-04

bZIP_CEBP_MO01087

1.0832e-03

homeo_Pitx2_M00482

1.7704e-03

bHLH-ZIP_SREBP-1_M00749 2.3208e-03

runt_Osf2_MO00731 2.7090e-03

A=

N m3%_cl9 nTkTGGHT rev

7'A.sblheh

mmmmmmmmm

[

reverse compliment

Alignment Motif
bHLH-ZIP_SREBP-L_ M0022L
NTKTGGRNT———
~—~GTGGGGTGAT
bZIP_CEBP_MOL087
—————————— ANYCCAMAN---
NNNNNRRMTRNTNNCAMANWWN T A cA
co TTT
gA TEcxTTocesT __
hameo_Piti2_M0O482
———ANYCCAMAN T
NTAATCCCAN—— AA CQAA
. bHLH-ZIP_SREBP-L_MO0749
NTKTGGRNT .
———TGGSGT : C
<=
o =_ W
. rune_Osf} V00731
NTKTGGRNT CC C A
KNTGTGG——— : A
, =4

m8_c6 nCCTGGGmmn

m8 _c6_ nCCTGGGmmn ‘ CCT

wwwwww

AAA

m8_c6_nCCTGGGmmn_tes

CcC

mmmmmmmmmmmmmm

16



Stamp Results

forward

Name E value

paired-homeo_Pax-6_MO00979 1.5669¢e-03

CH_Ik-3_MO00088 2.9905e-03
bHLH_PIF3_MO00435 3.1694e-03
bHSH_AP-2_MO00915 5.4977e-03
HLH_EBF_MO00977 1.0663e-02

12/27/10
reverse compliment
Alignment Motif
. paired-homeo_Pax-6_M00379
~NKKCCCAGGN-- ET T
KAGTTCCAGGTCA : Cc A
= A L E B Q_Ig
. CH_Ik-3 V00038
———NKKCCCAGGN . AAT
GGTATTCCCNRN- :
m_ggA 'Cégg
N DHLH_PIF} V03§
~NKKCCCAGGN————— .
NNNKNCCACGTGGNNN c
- =A% _
. DHSH_AP-2 MOO9LS
~NCCTGGGMMN— .
NGCCNGNGGNNN : C
T
NKKCCCAGGN—— .
——NCYCWRGGGA : || A
. CAAAVIE

m3_clf nCCIGG:CTs

forward

Name E value

bHLH-ZIP_SREBP-1_MO00749 1.3772¢-03
bHSH_AP-2alpha_M00469

7.9938e-03

CH_PacC_M00247 8.0734e-03

v o o

mmmmmmmm

reverse compliment

Alignment Motif

BHLH-ZIP_SREBP-1_MI0749

AC_CcA

DHSH_AP-2aipha MOMEY

NCCTGGSCTN
———TGGSGT-

NAGSCCAGGN
——SCNNNNGG

AC

> =
CH_PacC_MOOMT

—————— NCCTGGSCTN
NNNNNNKCYTGGCNGN A'C
Az SS&

17



Stamp Results 12/27/10
~NCCTGGSCTN-
bHSH_AP-2_MO00915 1.2488e-02 NGCCNGNGGNNN - cc C C
NAGSCCAGGN- .
CH_Egr-3_M00245 1.5428e-02 ACGCCCACGEA i - c T
(016 _a00ch (.
m21_c12_ nGCTGGGATK —¥—+—=." T e v Y e v
forward reverse compliment
Name E value Alignment Motif
homeo_Pitx2_M00482 6.8928¢-05 NGCTGGGATN -~ AATC
——NTGGGATTAN CQAA
~NGCTGGGATN )
bHLH_HEB_M00698 2.2175¢-03 A : CC CT
bHLH-ZIP_SREBP-1_MO00749 2.3365¢-03 NGCTGGGAIN 5 AC CC A
-—-TGGSGT-
«<=
CH_Lyf-1_Moo1dL
NATCCCAGCN .
CH_Lyf-1_M00141 3.1111e-03 T TI A A
== . WG
————————— NGCTGGGATN
RING_LUN-1_MO00480 34783¢-03 o e A c AC '|' A

- m3_c§ SCTGGGGmm_rev

A T$CCCCA

mS_c5_sCTGGGGrmn —CT Ve ac

- W e 7 o w e ~ w3 o

18



Stamp Results 12/27/10
Name E value Alignment Motif
CC_GBF_M00633 4.6637e-04 NIYCCCCAGN
NACCCCNA——
A=AV =
NTYCCCCAGN——
bHSH_AP-2_ M00189 5.4095¢-04 oot w C o Coc.
bHLH-ZIP_SREBP-1_M00749 6.1121¢-04 NCTGGGGRAN
——TGGSGT—— —
CC_Churchill_M00986 6.6581e-04 NIYCCCCAGN
——NNCCC———
: CILEgLMOO&)'r)
~—~NTYCCCCAGN .
CH_Egr_MO00807 1.5104e-03 rvreeseaia - c
T==avlas= #AE

m25 c14 rGATGGGGr

Name

CH_MZF1_M00084

homeo_ HOXAS5 _MO00023

CC_GBF_MO00633

3.0295e-04

mmmmm

E value

1.5591e-04

bHLH-ZIP_SREBP-1_MO00749 2.7983e-04

GCNNNNNNCNYCATTANTNNNNNNNNYCN ! . ccCH
le- E Tc Tes- °T

4.2463e-04

wwwwwww

Alignment

—NCCCCATCN——
TTNCCCCTCNNN

NGATGGGGN
—-——TGGSGT

——NCCCCATCN
NACCCCNA———

Motif
2 CH_MZE1_MO0084
2
51
urﬁ:T B Té
DHLH-ZIP_SREBP-1_M00749

AC_CchA

Tomen HOXAS M00023

CC_GBF_M00633

19



Stamp Results 12/27/10

CC_Churchill_ M00936

CC_Churchill_ M00986 6.1232e-04 NCCCCATCN
NNCCC————

. mX_cl4 nmTGGTGAAN

m26_c14_ nmTGGTGAAN éI AAVAL

forward reverse compliment
Name E value Alignment Motif
NMTGGTGAAN
ZIP_LMAF_MO11 .1437e- 3
bZIP_ _MO01139 5.1437e-03 CTGOTGAS—
= _N - . L~
runt_AML1_MO00751 7.0782¢-03 NTTCACCARN
————ACCAC-
NTTCACCAKN .
runt_ AML1a_M00271 7.3701e-03 o _accac— : I
&_=QI -
—-NMTGGTGAAN—— .|
bZIP_OSBZ8_M00654 1.1359¢-02 CHNTSGCGACACG : T T e A -rC
WACCCVWAXC A
—-NMTGGTGAAN .
bHLH-ZIP_SREBP-1_M00221 1.8693e-02 CTGGGGTGAT- : A ccc

md ¢ nCrTGGAL rey

nnnnnnnnnn

) calleeh | Terlls
ml0 ¢7 nCwTGGArAn ; < Ac

reverse compliment

Name E value Alignment Motif

20



Stamp Results 12/27/10

Rel_NF-kappaB_M0028

NCWTGGARAN———— .
Rel_NF-kappaB_MO00208 1.3809e-03 o NGGAAARTCCC ! A cc
CH. Helios. M01004 3.1774e-03 _NTYTCCANGN
NTTTTCCTWN- AAA
NTYTCCAWGN—————— .
MADS. MADS-A_MO00408 3.7654¢-03 N reCam Tt n : CAAAAA AA
AAC c
MADS MADS-B MG
MADS. MADS-B_ M00404 8.0205¢-03 NIYTCCANGN=——-
~TTTSCATTTTTRGN C.aA A
m%AC Ti ¥l la7<CT
. CH_Lyf-1_MooldL
NTYTCCAWGN .
CH_Lyf-1_M00141 1.1521e-02 vercoonn ; TI A A
o= Y. PP v\
| NG LACTCCA .
m37 c19 nGCTGGAGkn T ST IYYTS s
forward reverse compliment
Name Evalue Alignment Motif
CH_ADRI_MO00048 9.8619e-04 NMCTCCAGCN
~MCCCC-——- .
NGCTGGAGKN .
CH_Ttk_M00009 1.6003e-03 e : CCT C
~NGCTGGAGKN .
bHLH_HEB_MO00698 1.6336¢-03 . ; C T
fork FOXMI1_M00630  2.0990e-03 NMCTCCAGCN :
—ANTCNANY— Al

AT =

21



Stamp Results 12/27/10
Grainyhead_LBP-1_MO00644 5.0607¢-03 NMCTCCAGEN
————SCAGCN
_._
1C AAAA LT CCT u
m7_c6_ nCAGGrrArn «- %" AT ’
forward .
reverse Compllment
Name E value Alignment Motif
CH-+homeo AREB6_M00412 9.7125¢-04 — NCAGGAGARN
RNWCAGGTRNRN c T
m‘_‘-I_I L=
NCAGGAGARN )
CH._ Ttk_MO00009 1.8701e-03 concone 5 TCCT C
C
CH_ Helios. M01004 2.1551e-03 NYTCICCTCN
NTTTTCCTWN AA
CH._Evi-1_MO00011 6.9968¢-03 NCAGGAGARN CAA ATA
—~CAAGATAA- A
——NCAGGAGARN
HLH_EBF_MO00977 7.8428¢-03 e ccc R
CAAAVE

m24 c13 nrAGGrsAGn } A < A

Name

s m24_e13 urAGGAGR

E value

m24_el3 nrdGGrsAGn_rev

o (TeleTe

mmmmmmmmmmm

reverse compliment

Alignment

Motif

22



C6_GAL4_MO00198 3.1534e-04

C6_GAL4_MO00049 1.4934e-03

Stamp Results

NGYTCGGNNNANAGNNNNCCG

————-NGAGGRGAGN-———————
STTCGGASNANWGTNNNCCGNN

12/27/10

. C6_GALA_M00198

C QQLISEIC BAC

o e
[

. Co_GALA_M00M9

g C w1 g QAS

r2LEATC=== <A=CES,

N CH_STRE_Mo0x3

NCTCYCCTCN .
CH_STRE_MO00308 2.4718¢-03 S eeoor ; A
: CH_MaZ_ M09
CH_MAZ._MO00649 1.1966¢-02 NGAGGRGAGN-
————GGGAGGG
- e = ==
CH_ADRI_MO00048 1.2825¢-02 NCTCYCCTCN
~-MCCCC-—- -
) A WX
AAATAJ\A T T
m9 ¢7 nAAAGAAAAR - ARG L LI11L
Sforward reverse compliment
Name E value Alignment Motif
HMG_STEI1_MO01005 4.6453¢-06 NTTTICTTIN-—— AA AAA AAA
——TTTCTTTGTTC
CH_BR-C_MO00094  2.1451¢-05 [ b7 A A
ZTaa chslig
CC_PR._M00960  7.1700e-05 NTTTICTTTN ACA
NTGTYCNNW-—
a A\JAa
. NAAAGAAAAN
CH_Rim101p_MO01030 7.7254¢-05 A
- - —CAAGNAA——
A _AA
HMG_STEIL_MOO74
——————— NAAAGAAAAN .
HMG_STEI1_MO00274 9.5434¢-05 P NNARCAAACA AL : T
A

n—

< ==k

-
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Stamp Results 12/27/10
Wl Tl
m29 c15 nAATkrrArn ¢ S PTASNIG ) @ReTALLY
forward reverse compliment
Name E value Alignment Motif
MADS_MADS-B_MO00404 3.1774¢-04 NYTYYMATIN-————
~TTTSCATTTTTRGN C.aA A
ZAC TR yecy
homeo HOXA4 MO0640  4.4525¢-04 NYTYYMATIN
———CYAATTW - T A
- I N
MADS_MADS-A_MO00408 1.5265¢-03 NY T IMATTN= ===~
~TTTCCATTTTTNNWN IXCCA A
TRAXE cliiT
. NK-Z-ka,Nb.ﬁ-l-M]MM
NK-2-Nkx_Nkx6-1_M00424 2.3879¢-03 ~—NAATERRARN
AANCAATTAAAW- T To TT
A GE =A==
homeo_HOXAS_MO00023  7.4518e-03 . NAATKRRARN-—-———
NGRNNNNNNNNANTAATGRNGNNNNNNGC Co 1 G$C o
(SbeoarOTall| [llzce TesfTY
o | ETY Py |
m30_c15_nAAGrGAArn = Mrretdia, o Tlevexll -
reverse compliment
Name E value Alignment Motif
CH_BLIMPI_M01066  1.9198¢-05 CONYITCrCITN
YMCTTTCMCTTYC A A
VAAQ T TET.z
trp_IRF_M00972 2.0378e-04 NYTTCYCTIN
NTTTCWNTTT A -
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Stamp Results 12/27/10

STAT STATI_M00492

STAT_STATI_M00492  7.8156¢-04 NARGRGAARN ITCC
—-——SGGAANT
A
STAT STAT6 MO00500  8.8383¢-04 NYTICYCTIN
NYTTCYY——-— =
————— NAAGRGAARN .
MADS_MADS-B_M00404 1.3843¢-03 CYARAARTCEARL. ; CTAAAAAT A
ZAacl T W i yech
m15_¢10 nAGGCwGAGn =~~~ """ ¢ LNTCmWCQ?E
forward reverse compliment
Name E value Alignment Motif
NAGGCWGAGN ;
SMAD_SMAD3_MO0701 1.4983¢-04 N encnone i TCT CT
~NCTCWGCCTN-——~ .
bHSH_AP-2. M00800  3.3136e-03 NTNNGGCY GBS Sas oo c
SVESHCAEV._ 2 A _
NAGGCWGAGN N
CH_MAZ,_M00649 5.0866e-03 P ;
IS TGC =
NAGGCWGAGN )
ETS_PEA3_M00655  5.8217¢-03 e b TCCT
NAGGCWGAGN-— .
homeo_Eve_M00629  6.0690e-03  eNeNS S YA G C
—T=C=VWLT

ml8 cll uGrGsTs4Gn mi8 cll_uGGsTsAGn rev

ml8 c11 nGrGsTsAGn °

NAT(?T - A - } CTCACQTC

mmmmmmmmmm
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Name

Stamp Results

forward

E value

CC_PPARalpha-RXRalpha_MO00518 1.2752e-04

bHLH-ZIP_SREBP-1_M00221

trp_CDC5_MO00361

bHLH-ZIP_SREBP_MO00776

CC_VDR_M00444

5.4211e-04

8.9105e-04

9.7152e-04

5.8870e-03

reverse compliment

Alignment

NCTSASCYCN————————
CNTSACCCCNATGACCNN

—NGRGSTSAGN
GTGGGGTGAT—-

NGRGSTSAGN
NSCGCTGAGS

NGRGSTSAGN-
TRGGGTGANNN

—————— NGRGSTSAGN
GGKNARNRRGGWSA—-

12/27/10

Motif

CC_PPARalpha-RXRalpha V00318

IQALA TEAT

DHLH-ZIP_SREBP-1_MO022L

A[CACKHE

op_CDCS MI061

ke,

DHLH-ZIP_SREBP_M00T?6

L JVACele

. CC_YDR_M04H

K TAA

ATG=22 =AYTXCA

ml7 c10_ nAGKGAGAmMn

Name

trp_IRF-1_MO00747

;}_AJQA A,

mmmmmmmmmm

E value

9.2072e-04

homeo_Alx-4_MO00619 3.1726e-03

CH_MZF1_M00084  4.2056e-03

1l7_c10 nAGKGAG AN

Alignment

NAGTGAGAMN
AANTGA-———

————-NKTCTCACTN
GATTATTCTCAG——

———NAGTGAGAMN
NNNGAGGGGNAA-

17 el ndGkGAGAmN rev

T0TeeeT

mmmmmmmm

reverse compliment

Motif

p_IRE-LM0T4T

Tomen_Ake-4_ V00619

TCaTT
(TACMINT

. CH_MZFI_Mow34

YA aa

mx@:T = W=
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12/27/10

oy IRF_MI0972

Stamp Results

trp_IRF_MO00972 4.9499¢-03 NKTCTCACTN- A A A A
—NTTTCWNTTT
CH _Lyf-1_Moo14L
NKTCTCACTN
CH_Lyf-1_MO00141  1.0429¢-02 N omencan TI A A
= A NP
agallCha TCACTCT

m19 c11_nrrwGTGArn

mmmmmmmm

forward
Name E value Alignment Motif
trp_IRF_MO00972  3.1354e-06 NARWGTGAAN- vA A A A A
-AAANWGAAAN
NARWGTGAAN ;
trp_IRF-1_MO00747 1.2348e-04 AANTGA-— $ TC ACTT
NARWGTGAAN—— .
trp_IRF-2_MO00063 1.4856e-04 AAAAGYGAARSY [ A AA:Z AAA
CH_BLIMP1_MO01066 1.8839-04 NARWGTGAAN—~
GRAAGKGAAAGKR A A
NARWGTGAAN—— .
trp_IRF-1_MO00062 2.1500e-04 AAAAGYGAAACC $ AA A ‘l ‘lCc
}TCTA }c AGHZA
m23_c13_nyyTCwGAGn IO TSLAG,
forward reverse compliment

27



Name

trp_CDC5_M00361

fork_ FOXP3_MO00992

HMG_TCF-4_M00671

bZIP_AP-1_MO00173

E value

1.2354e-02

2.1003e-02

2.1599e-02

2.6093e-02

bZIP_TCF11-MafG_M00284 2.9516e-02

Stamp Results

Alignment

NTYTCWGAGN
NSCGCTGAGS

NCTCWGARAN———————
—NTMTGNNANAACNNNW

NTYTCWGAGN
——WTCAAAG—

NTYTCWGAGN———
———WNKNAGTCAN

———-NTYTCWGAGN-——————
CNNANNTGCTGNGTCATNNNN

12/27/10

Motif

rp_CDCS_MO0X1

TcACc

fork_FOXP3_ho0992

TTTnAAc

cATC AAs=
HMG_TCE4_M0s71

{CITTTAé

bZIP_aP-1 MOOI73

= CTté*I

- i

N hZIP_TCF11-MafG Mo0284

b

%‘; chAfCA s

==

m27 cl4 nTTTCTGAAn

Name

m27_cl4 nTTTCTGAAR

E value

bZIP_C-EBPgamma_M00622 1.0564e-04

paired_Pax-5_M00144

CC_VDR,_M00966

homeo_TGIF_MO00418

3.1478e-03

3.6741e-03

5.8488e-03

L

m27 eld aTTICTCAAD re

! rCachls

mmmm BECI)

wwwwwwwwww

Alignment

NTTCAGAAAN--
WITYTGAAATNA

RNNNGNNNNNTNRAGCGKRACNRYNNN

ANNNGGKTCANNARGKNCAY

NTTTCTGAAN—-—
——WNNTGACAGC

reverse compliment

g"AﬁAAﬁI i A T

gAT ATT

Motif

DZIP_C-EBPyamma_h0Og22

%T ATTTCA J .

,}

§
. paived_Pax-5_MO0L4

cC
S6C_&%

it o1

cc_ = cc -.—T c

CC_YDR,_M00%6

hameo_TGIF_MOMIS

C A A
= —

S =
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Stamp Results 12/27/10
NTTTCTGAAN
bZIP_LMAF_M01139 9.0203¢-03 eraetons. c A c A
33 el7 uTyTGTryTn m33_el? nIyTGTryTn_rev

b3

21

m33_c17_nTyTGTryTn _ :

Name E value

fork FOXP1_MO00987 8.5327e-06

runt_Osf2_MO00731

1.0411e-04

HMG_STE11_MO01005 1.3030e-03

runt_ PEBP_MO00984

1.6083e-03

CC_AR_MO00953 1.7018e-03

3 L6 P Y o

mmmmmmmm

mmmmmmmmmm

forward reverse compliment
Alignment Motif
fork_FOXP1_MO0987
~NTYTGTGYTN-———————
TATTTGTGTTGTTTTTTAT T'|"|'TT
AlALITCC
rune_Osf2, M00T31
NTYTGTGYTN .
—KNTGTGG—— i A
AC
HMG_STEL1_MO1003
~NTYTGTGYTN .
TTTCTTTGTTC ’ A A

rant_PEBP_MO0984
——NTYTGTGYTN-—— .
NNNNYTGTGGTNAN : T A A
—All Tié

NNNNNRGNACANNGTGTTCTNNNNNN

i<

m32 c16 nCAGskGCmn

Name

mmmmmmm

E value

m32_el6 nCAGKGTmn
m32¢16 uCAGkG i rev

reverse compliment

Alignment Motif
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Stamp Results 12/27/10

. BHLH_EL2_h00g93

bHLH_E12_M00693 1.7723¢-07 NKGCHMCCTCN
NNNCACCTGY
A F=N ===
~—~NCAGGKGCMN 5
CH.__Sn_M00060 7.3846¢-06 v ; ACA
A1V ]| Yea
. NKGCMCCTGN .
bHLH_myogenin_MO00712 1.2618e-05 o CASCTGN i C A T
p— —-—C
N DHLH-ZIP_AP4_M0092T
bHLH-ZIP_AP-4_MO00927 2.1095¢-05 NKGCHMCCTEN
——RCAGCTGN A C C
LIM_Lmo2 M00277 5.1628e-05 NKGCHMCCTEN-
NNNCACCTGNN -
p=—— < ]
m35_c18_nCAKGTGwsn - Y.'ToUtiw=, J 5<2VLIWATLT,
forward reverse compliment
Name E value Alignment Motif
. NSWCACCTGN .
bHLH_myogenin_M00712  4.0585e-05 o CASCTGN H T
p— -
T-box_TBX5_MO01044 2.6108e-04 NSWCACCTGN
TCACACCTT- T
~NCAGGTGWSN .
bHLH_MyoD_M00184 2.6417¢-04 I, ; CA CT C
== == =T
bHLH_E12_M00693 4.6466¢-04 NSWCACCTGN
NNNCACCTGY
=N = —==
N CH+honseo AREBG_MOO412
~~NCAGGTGWSN .
CH-+homeo_AREB6_MO00412 4.8403¢-04 S P )
=T L=

=
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Stamp Results 12/27/10
C.TT0 + COACA.
m34_c17_CmTGTGCyn ¥~ . ¥T. oL SIS
forward reverse compliment
Name E value Alignment Motif
bHLH-ZIP_TFE_M01029 5.3933e-05 NRGCACAKG
——NCACATG
bHLH E12.M00693  4.5439¢-04 NRGCACAKG-
NNNCACCTGY
bHLH_TALI M00993  6.0237¢-04 ~CMIGTGCYN CCA CT
CCANCTGNY-
bHLH_CBFI_M00303  1.5448¢-03 —CMIGIGCYN TCAC T
NCACGTGAY -
n"-ﬁ CC_HNFdalphal M04LL
————CMTGTGCYN- .
CC_HNF4alphal_MO00411 3.1085¢-03 e : AAA TCA
N _ . Tex

T CC
forward reverse compliment
Name E value Alignment
bHLH_PCF2_M00948 4.3632¢-05 NIGTGTGCCN=
——GTGGGNCCN
bZIP_TRABI M00507 1.2560e-03 “NTGIGIGCCN
KACGYGTGNC—

m38_cl9 nTGTGkGsCu_rev

Motif

BHLH_PCF2_Viog48

i 000ac

bZIP_TRABI_M00307

,IAC 18
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bZIP_DBP_MO00624

3.5396¢-03

T-box_TBX5_MO01044 1.0621e-02

runt_Osf2_MO00731 1.2717e-02

Stamp Results

12/27/10

DZIP_DBP 00624

NTGTGTGCCN . C
——NWNTGC—— ¢
o o Tgég
T-box_TBXS_M0104
~NTGTGTGCCN
AAGGTGTGA——
rune_Osf}, MOOT31
NGGCACACAN .
——CCACANM- ” l\
AC

m22_cl? oTTTTTAA AN

*

g —
31

m22_c12 nTTTTTAAAn

mmmmm

m2}_c12 nTTTTTAAAn_rev

mmmmmmmm

Sforward
Name E value Alignment Motif
MADS_ MEF-2. M00405 1.0861e-06 ~~ - NTITTTIAAAN-
RGKNWTTTTTANNSM AA
IQIE TTA AvT
MADS_aMEE-2_ M00403 4.6999¢-06 I;g;iiiiig&;;;& 5 A A T
szl Aé&se
. . MADS_MFF-2 M00405
—————— NTTTTTAAAN .
MADS_ MEF-2. M00406 2.5857¢-05 eGTTATTITTACH F e AAAA AACCQF
ST TI=
. . Mr\])S)[EFlJvﬁmﬁ
MADS_MEF-2. M00006 4.5147¢-05 NTTTTIAAAN Tc AAAAA AAC CT
RGRGTTATTTTTAGA- T
T CctC
CH_Hb_M00022 9.02166-05 NTTTTTAAAN
NTTTTTNYK- CATA

m28 oI5 uwmTGniasn

m28 cl3 nwmTGniAdn rev

m28_cIS nwmTGnAAAn * TQT AAA ITrT CA

.....

mmmmm

mmmmmmmm
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Stamp Results 12/27/10

forward reverse compliment
Name E value Alignment Motif
POU_Oct-1_M00930  1.3241¢-05 NWMIGNAAAN- ¢ T
~NATGNAAATN A T
fork FOXO3_MO00477  4.7143¢-05 ~— - NTTINCAKWN T HTA
NNTTGTTTACNTW-
r = A—.—TAAT
N POU_Oct-4 MOILYS
POU_Oct-4_MO1125  3.1231e-04 NTTINCAKWN-——- 2
ATTTGCATNASAAW CAA

homso_Ahd-B_MO1094

homeo_Abd-B.M01094 4.1397e-04 NTTTNCAKWN AT A A A A
TTTTAT———-—

hiomeo_MATal 00030

homeo. MATal_M00030 6.5072¢-04 NWMIGNAAAN AT
—GATGTANNT

Sequence logo generation powered by weblogo
STAMP is written by Shaun Mahony
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