
●

● ●

●

●

●

●

●
●

0
50

10
0

15
0

20
0

25
0

1000−bp genome−wide regions (L1)

Percent of dataset

N
um

be
r 

of
 T

S
S

 r
eg

io
ns

 w
ith

 a
dj

P
<

1e
−

6

0.4 0.6 0.8 1.0

KD
CTL


